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in just three months. The system’s automation 
and massive throughput have had a huge 
impact on my research.”
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Power. Speed. Simplicity. The Illumina Genome Analyzer 

puts publishable results into your hands. Quickly.
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Dream it. Do it. That’s what hundreds of Genome Analyzer 

users are doing every day. They’re publishing breakthrough 

research at an unprecedented rate. More than 130 peer-

reviewed publications to date. And growing at a rapid pace. 

Visit our website for the latest publication list and full citations.
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